As far as we are concerned, only under the premise of a larger number of patients and taking whole-exome sequencing technology as a prerequisite for studying PHEO/PGL can we find more pathogenic genes, summarizes more genotypephenotype associations and provide a solider basis for precision medicine in the future.
It's still a difficult and hot spot for the exploration of PHEO/ PGL susceptibility genes, and differential expression of susceptibility genes in different races and ethnicities has not been well studied. This article partly shows the mutation spectrum and mutation frequency of PHEO/PGL susceptibility genes in Hungarian population and is going to encourage more researchers to study PHEO/PGL susceptibility genes of certain race and ethnicity, which will give us a better understanding of PHEO/PGLs in all humanity.
